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ABSTRACT: The slowpoke gene of Drosophila melanogaster encodes a Ca-activated K
channel. This gene is expressed in neurons, muscles, tracheal cells, and the copper
and iron cells of the midgut. The gene produces a large number of alternative prod-
ucts using tissue-specific transcriptional promoters and alternative mRNA splicing.
We have described in great depth how transcription is regulated and are now cata-
loging the tissue-specificity of different splice variants. It is believed that the diversity
of products serves to tailor channel attributes to the needs of specific tissues.
Electrophysiological and behavioral assays indicate that at least some of these prod-
ucts produce channels with distinct properties.

The range of electrical properties that a cell can produce is ultimately limited by the
suite of ion channel genes that it expresses. For the cell this is not a simple decision.

For instance, a Drosophila neuron, in theory, is capable of expressing thousands of differ-
ent potassium channels. However, it will typically express less than 10 different K chan-
nels.1– 4 We are using the Drosophila slowpoke gene as a model system to understand how
ion channel gene expression is regulated and the consequences of this regulation.

The Drosophila slowpoke gene was the first Ca-activated K-channel gene to be cloned.5

Since then it has been used to clone Ca-activated K channels from a variety of organ-
isms.6 –8 In vertebrates, the gene encodes the so-called BK type Ca-activated K channel.
BK-type channels are high-conductance K channels that, in practice, require Ca to open,
but then modulate their open probability as a function of membrane potential.9

BK-type channels are involved in a variety of processes in disparate cell types. In neu-
rons and muscles, Ca-activated K channels participate in setting the cell’s electrical
excitability and its firing pattern;10–14 in smooth muscle they act to modulate myogenic
tone,15 whereas in epithelial cells they assist in the control of osmotic pressure and in lym-
phocytes they help generate Ca oscillations that are associated with mitogen binding.16 –18

It may seem surprising that a single K channel could contribute to such a wide variety
of processes. However, the slowpoke gene appears well suited for such a role. The gene
produces a startling number of different products using alternative exons whose expression
is controlled in a tissue-specific manner. The regulation of slowpoke gene expression
appears to permit the properties of Ca-activated K channels to be fine-tuned to meet the
specific needs of a wide variety of different cells.
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CONTRIBUTION OF TRANSCRIPTIONAL REGULATION TO 
CHANNEL DIVERSITY

The slowpoke transcriptional control region was cloned in 11 kilobases (kb) of genomic
DNA.19 This DNA is diagrammed in FIGURE 1A. To date, we have identified five slowpoke
transcriptional promoters which differ in tissue specificity. (A promoter is a DNA
sequence that acts as a landmark to identify where transcription should begin and the
direction that transcription should proceed.) The tissue specificity and level of expression
is typically determined by control elements that interact with the promoter. We have used
immunohistochemical staining, RT-PCR, RNase protection assays, and in situ
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FIGURE 1. (A) Map of the slowpoke transcriptional control region. The horizontal line represents
the genomic DNA. The arrowheads represent transcriptional promoters, and the tic marks represent
common restriction enzymes. The tissue specificity of each promoter is indicated above the promoter.
The boxes below the line are the alternative 5′ exons generated by each tissue-specific promoter. The
connecting lines identify the splicing pattern. A lacZ reporter gene inserted into exon C3 has been
used to monitor promoter activity in transgenic flies. (B) Contribution of alternative splicing to slow-
poke product diversity. Open and gray boxes represent exons used in all mRNAs. Black boxes are
alternative exons that arise from alternative promoter use (exons C0, C1, C1b, C1c and C2) or alter-
native splicing (exons at sites 1, 2, 3, 4, and 5). The boxes at site 4 actually represent 11 distinct splic-
ing patterns produced by combinations of six smaller exons.26 Gray boxes are regions that are not
alternatively spliced but for which the number of exons is not certain. Connecting lines represent the
splicing pattern. The labels S0, S1, S2, S3, S4, S5, and S6 represent areas that encode putative trans-
membrane domains.5,33



hybridization to determine the expression pattern of the endogenous gene.19,20 In flies, the
slowpoke gene is expressed in the central and peripheral nervous systems, musculature,
midgut, and tracheal cells.

To determine the tissue-specificity of the slowpoke promoters, we performed deletion
mapping using a transgene in which the slowpoke transcriptional control region drives
expression of a lacZ reporter gene. The lacZ gene is inserted after the control region such
that expression from any slowpoke promoter causes expression of the lacZ product, the
enzyme β-galactosidase. The presence of this enzyme can easily be detected using the
chromogenic substrate Xgal. Using this method, the expression pattern of the deletion-
bearing transgenes was determined in sectioned animals and intact organs.

An advantage of transgenic animals for this type of analysis is that all cells of the ani-
mal carry a copy of the mutated transgene. Therefore, one can determine how the deletion
affects the activity of the transgene in each and every tissue type. Furthermore, all of the
tissues and organs are present in their natural context. In this manner, we showed that pro-
moters C0 and C1 are active in the nervous system, that muscle and tracheal cell expres-
sion arises from promoter C2, and midgut expression from a DNA fragment carrying
promoters C1b and C1c20–23 (FIGS. 1A and 2).

It appears that one function served by the multiple promoters is to enable distinct tis-
sues to express the gene at widely different levels.24 Of course, because alternative pro-
moters effectively choose the 5′ exon of a transcript, they influence the amino-terminal
sequence of the protein. In fact, transcripts expressed from slowpoke promoter C2 include
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FIGURE 2. The slowpoke gene is expressed in a large number of different tissues during develop-
ment.20 Expression from a slowpoke transgene is used to document expression. (A) In the adult brain,
expression arises from promoter C0 and C1. In adult flight muscle, promoter C2 is active. (B) Larval
brain expression results from promoter C0 and C1 activity. (C) Using filleted and gutted larvae,
expression of promoter C2 is documented in the larval body wall muscles. (D) In the embryonic cen-
tral nervous system (CNS) expression is from promoter C0 and C1, while body wall expression is
from promoter C2. (E) Promoter C2 is also active in tracheal cells as documented by immunohisto-
chemical detection of the native protein. (F) Slowpoke is expressed in the interstitial cells of the cop-
per cell region and in the iron cell region. This expression arises from a promoter fragment containing
promoters C1b and C1c.



a 5′ exon that introduces a new translation start site. Its use appends 17 codons onto the 5′
end of the message’s open reading frame. The activity of promoter C2 is limited to mus-
cle and tracheal cells, which means that in these tissues slowpoke channels contain an addi-
tional 17 amino-terminal amino acids not present in neurons or midgut cells.20 It is not
known how these 17 amino acids affect the biophysical properties of the channel.

CONTRIBUTION OF ALTERNATIVE SPLICING TO CHANNEL DIVERSITY

The slowpoke gene also uses alternative mRNA splicing to choose among mutually
exclusive alternative exons.5,25 The splicing map of the mRNA is shown in FIGURE 1B. To
date, we have documented the presence of 14 alternatively spliced exons. In theory, alter-
native splicing in the 3′ end of the message can produce 1,512 distinct splice variants.
Using RT-PCR we have documented the expression of 132 variants that are produced in a
tissue-specific manner.26 This diversity is in addition to that generated by the alternative
promoters. In this manner the gene can produce a dizzying array of distinct products. One
should also consider the fact that Ca-activated K channels, like voltage-activated K chan-
nels, are thought to be tetramers.27,28 If the formation of heterotetrameric channels is per-
mitted, then the potential number of distinct slowpoke channels is astronomical.

ELECTROPHYSIOLOGICAL ANALYSIS OF DROSOPHILA TRANSGENES

It is often assumed that tissue-specific mRNA splicing is used to tailor a product to the
specific needs of a cell. However, it is usually very difficult to test this hypothesis. To
determine the functional consequences of slowpoke alternative splicing we used our trans-
genic expression system.29 We built transgenic animals which expressed, in the muscula-
ture, either a neuronal or muscle mRNA splice variant. Expression from the endogenous
bona fide slowpoke gene was prevented using the slo4 mutation, which eliminates all
expression from the gene.

The B52 transgene expresses a neuronal splice variant, and the M131 transgene
expresses a common muscle variant. These two transgenes differ at the sites 3, 4, and 5
alternative splice sites (FIG. 1B and TABLE 1). These changes alter only 64 amino acids in
the approximately 1,200 amino acid protein. All of these changes are in the carboxy ter-
minal tail of the protein near a putative calcium sensor.30,31

The first parameter to be examined was the action potential waveform produced by the
adult animal’s flight muscle. Action potentials are recorded as described in FIGURE 3A.
FIGURE 3B shows a comparison of the action potentials produced by normal animals and
animals carrying the slo4 mutation. The slo4 mutation eliminates all expression of Ca-acti-
vated K channels from the gene. As shown, normal animals produce sharp action poten-
tials regardless of stimulation frequency (10 to 50 Hz tested). In contrast, slo4 mutant
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TABLE 1. Differences in the Alternative Exons Carried in the Slowpoke Transgenes.

Alternative Splice Sites

Transgene Site 1 Site 2 Site 3 Site 4 Site 5

B52 1a 2b 3b 4bdef 5a
M131 1a 2b 3a 4bf 5b

NOTE: The position of the splice sites referred to in this table are documented in FIGURE 1B. B52 is
a transgene that expresses a brain-specific mRNA splice variant, and M131 is a transgene that
expresses a muscle-specific mRNA splice variant. The abbreviations 1a, 2b, 3a, 3b, 4bdef, 4bf, and
5a refer to the alternative exons present in alternative splice sites 1 through 5.



animals produce abnormally broad action potentials. The slowpoke channel plays a major
role in the rapid repolarization of the muscle action potential.12,32

The severity of this phenotype is proportional to stimulation frequency. The first few
action potentials are typically of normal width. It is believed that during this time voltage-
gated K channels are capable of repolarizing the cell membrane. The broadening of the
subsequent action potentials is thought to arise because of long-lasting inactivation of the
voltage-gated K channels.

FIGURE 4 shows a quantitative measure of this effect and the capacity of the transgenes
to complement it. The width at half height of the sixth action potential in a train has been
measured and expressed as a percentage of the width of the first action potential. Wild-type
muscle does not show significant action potential broadening while slo4 mutant muscle
shows substantial broadening. The transgenes expressing the muscle (M131) and brain
(B52) splice variants differ in their ability to complement this phenotype.29

The muscle transgene complements the action potential broadening phenotype at all
stimulation frequencies, whereas the brain variant complements at low-stimulation fre-
quencies but not at high frequencies (FIG. 4). This effect is not due to poor expression of
the brain variant in muscle cells; therefore, it must arise from a difference in biophysical
properties of the channel.
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FIGURE 3. Action potentials produced by the flight muscles of wild-type and slo4 mutant flies. (A)
The brain of an immobilized fly is stimulated using tungsten electrodes which results in the produc-
tion of action potentials in the flight muscle. These are recorded using a NaCl (1M) filled glass elec-
trode. Muscle response is measured relative to a tungsten electrode inserted into the abdomen. (B)
Action potentials produced by wild-type and slo4 mutant animals when stimulated at 20 and 33 Hz.
Notice the abnormal shape of the action potentials produced by mutant animals.



ATKINSON et al.: TRANSGENES IN DROSOPHILA 301

FIGURE 4. Action potential broadening during repetitive stimulation. The width of evoked action
potentials in flight muscle were measured at half-height. The width of the sixth action potential is
expressed as a percentage of the width of the first action potential. The first action potential is uniformly
sharp. Mutant slo4 animals show substantial broadening at all stimulation frequencies. Mutant slo4 ani-
mals do not express any slowpoke channels; B52 expresses only a brain splice variant; M131 expresses
only a muscle variant; and wild-type animals express the normal complement of slowpoke channels.

FIGURE 5. BK currents conducted by slowpoke channels expressed from the B52 and M131 trans-
genes or by the intact wild-type gene. Currents were recorded by two-electrode voltage clamp of lar-
val body wall muscle. Currents have been normalized to peak height and cell capacitance so that the
differences in kinetics can be easily compared. Currents were evoked by a voltage step from –80 to
+10 mV. In transgenic animals expression from the endogenous gene is eliminated by use of the slo4

null mutation.



To determine whether the B52 and M131 channels had different biophysical properties,
a two-electrode voltage clamp was used to monitor current flowing through the slowpoke
channels. This assay was performed on larval body wall muscle became it more readily
lends itself to this procedure. Although the brain variant produced a large initial current in
muscle fibers, its current decayed more rapidly than the current produced by the muscle
variant (FIG. 5).

In all cases, the slowpoke channel is responding to the concentration of calcium. It is
believed that the primary source of this calcium is influx through the voltage-gated cal-
cium channel in the cell membrane. Therefore, the difference in the current traces pro-
duced by the slowpoke brain and muscle variants must arise due to differences in their
calcium sensitivity. This interpretation is bolstered by previous work which shows that
changes in the carboxy terminal tail affect the calcium sensitivity of channels expressed in
Xenopus oocytes.30,31

BEHAVIORAL ASSAYS CONFIRM THAT ALTERNATIVE SPLICE VARIANTS
ARE NOT FUNCTIONALLY INTERCHANGEABLE

This subtle difference in electrical character of the brain and muscle splice variants also
affects the flying ability of the animals. Animals that do not express slowpoke channels are
poor fliers.32 This is a muscle, not a neuronal, phenotype. We compared the flying ability
of wild-type animals, slo4 mutant animals and slo4 mutant animals carrying either the B52
or M131 transgene using a very simple behavioral assay.
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FIGURE 6: The muscle splice variant but not the neuronal splice variant restores normal flight. To
measure flying ability, animals were dropped into a cylinder coated with mineral oil. Wild-type ani-
mals fly immediately and are primarily found embedded in the oil near the top of the cylinder.
Animals that do not fly well tend to fall much further into the cylinder. The graph shows the distrib-
ution of flies. Wild-type (open circles) animals and those that express only the M131 muscle splice
variant (closed circles) are found near the top of the column. Animals that express only the neuronal
B52 splice variant (open boxes) or do not express any slowpoke channels (slo4 mutants; closed boxes)
fall deeper into the column.



Flying ability was measured by dropping flies into the center of a pipette jar whose
walls were coated with mineral oil. As the flies fall, they fly toward the walls of the jar and
become embedded in the oil. Animals that fly well are typically found near the top of the
jar, whereas the animals whose flying ability has been compromised are more evenly dis-
tributed between top and bottom halves of the jar (see FIG. 6).

Transgenic animals carrying the M131 transgene (muscle variant) are able to fly as
well as wild-type. However, animals carrying the B52 transgene fly as poorly as ani-
mals that do not express any slowpoke channels. Therefore, the subtle difference in
channel properties has been translated into a large difference in functional properties of
the muscle.

CONCLUSIONS

The regulation of BK channel expression in flies is extremely complex. Gene expres-
sion is regulated at the level of transcription and mRNA splicing. The five slowpoke pro-
moters and the 14 alternatively spliced exons can generate a remarkable number of
different products. Alternative exon use is regulated in a tissue-specific manner presum-
ably so that different cell types can manifest distinct electrical properties.

Experiments with transgenic flies have shown that the different splice variants are not
functionally interchangeable. It is clear that the subtle differences in the polypeptide
wrought by alternative mRNA splicing can cause a large change in the electrical proper-
ties of a cell. Furthermore, behavioral assays in which flight was measured have shown
that these differences in electrical character dramatically affect the performance of the cell
and the animal’s capacity for flight. 

We expect that the use of transgenic Drosophila will lend itself to the exploration of the
activity-dependent regulation of electrical properties. One can envision that the use of an
electrical circuit could change the expression level or splicing pattern of a channel gene
and thereby cause a long-lasting change in a cell’s electrical character.
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